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Figure 2: Venn overlap of genes down-regulated in response to PPARy ligand treatment 




Figure 3. Fold change values for selected genes from core set of genes determined by Venn 
overlap to be 1.5 fold up or down-regulated by 24 hour Farglitazar, Darglitazone, 
Rosiglitazone, Pioglitazone, and Troglitazone treatment in 3T3-L1 adipocytes. 
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Figure 4. Box and whisker plots of selected genes up and down-regulated by PPARy ligand 
treatment. 
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Ceruloplasmin; p value = 1.23E-06 
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Figure 5. Heat map diagram of genes found to be 1 .5 fold up or down-regulated by 24 hour 
PPARy ligand treatment in 3T3-L1 adipocytes. Diagram is colored by expression level and 
genes are grouped by biological function/pathway. Red represents up-regulated genes, black 
represents unchanged while green represents down-regulated genes 
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Figure 6. PPARyl and PPARy2 isoform RNA levels by Taqman analysis. 
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Figure 7. PPARy RNA levels by Affymetrix gene chip analysis. 
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Figure 8. Venn diagram overlap of all genes up or down-regulated by the indicate 
ligands relative to the identified core set of genes. 
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Figure 9. Ratio of total number of genes up or down-regulated by each PPARy ligand relative 
to the number of genes up or down-regulated by all ligands tested. This ratio is found to be 
correlated with the observed edema frequency of the particular ligands. 
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Figure 10. Venn diagram overlap of genes 1.5 Fold up and down-regulated by Rosiglitazone, 
Pioglitazone and Troglitazone treatment in experiment 2. 
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Figure 1 1 . Venn diagram overlap of the core list of genes up and down-regulated by 
Farglitazar, Darglitazone, Rosiglitazone, Pioglitazone, and Troglitazone treatment, ar 
independently derived list of genes 1 .5 fold up or down-regulated by Rosiglitazone, 
Pioglitazone and Troglitazone treatment in experiment 2. 



